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INTRODUCTION

Isolating novel enzymes to enhance a commercial process is an area of active research. We
have established screening methods to isolate genes for novel enzymes from extreme environ-
ments. Samples were obtained from four South African mines. Genomic DNA was isolated
from these biofilms, and various metagenomic libraries generated. These libraries were in
turn screened for industrially important enzymes, in particular proteases and lipases. Result-
ant hits had plasmid DNA isolated; this DNA was sequenced and analysed using BLAST.
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CONCLUSIONS

High variation in hits

* Duplicate results

e Smaller inserts still gave activity despite small ORF’s

*  Weak correlation between activity and sequence results
* Unusual activity may require functional screens
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